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1645 
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CD 


10 30 50 

GAGCTCTGGACAAAATTGAGCGCCTATGTGTACATGGCAAGTGTTTTTAGTGTTTGTGTG 
CTCGAGACCTGTTTTAACTCGCGGATACACATGTACCGTTCACAAAAATCACAAACACAC 

70 90 110 

TTTACCTGCTTGTCTGGGTGATTTTGCCTTTGAGAGTCTGGATGAGAAATGCATGGTTAA 
AAATGGACGAACAGACCCACTAAAACGGAAACTCTCAGACCTACTCTTTACGTACCAATT 

130 150 170 

• > . 

AGGCAATTCCAGACAGGAAGAAAGGCAGAGAAGAGGGTAGAAATGACCTCTGATTCTTGG 
TCCGTTAAGGTCTGTCCTTCTTTCCGTCTCTTCTCCCATCTTTACTGGAGACTAAGAACC 

190 210 230 

GGCTGAGGGTTCCTAGAGCAAATGGCACAATGCCACGAGGCCCGATCTATCCCTATGACG 
CCGACTCCCAAGGATCTCGTTTACCGTGTTACGGTGCTCCGGGCTAGATAGGGATACTGC 

250 270 290 

GAACTCTAAGGTTTCAGCATCAGCTATCTGCTGGCTTGGTCACTGGCTTGCCTCCTCAGT 
CTTGAGATTCCAAAGTCGTAGTCGATAGACGACCGAACCAGTGACCGAACGGAGGAGTCA 

310 330 350 

TTGTAGGAGACTCTCCCACTCTCCCATCTGCGCGCTCTTATCAGTCCTGAAAAGAACCCN 
AACATCCTCTGAGAGGGTGAGAGGGTAGACGCGCGAGAATAGTCAGGACTTTTCTTGGGN 


370 390 


410 


TGGCNAGCCAGGAGCNAGGTATTCNTATCGTCCTTTTCNTCCTCCTNGCCTCACCTNGTT 
ACCGNTCGGTCCTCGNTCCATAAGNATAGCAGGAAAAGNAGGAGGANCGGAGTGGANCAA 

430 450 470 

GNTTTTTAGATTGGNCTTNGNAACCAAATTGTATGCTGGCCTCCAGGAAATCTGGAGCC 
CNAAAAATCTAACCNGAANCNTTGGTTTAAACATACGACCGGAGGTCCTTTAGACCTCGG 

49 0 510 530 

TGGCGCCTAAACCTTGGTTTAGGAAAGCAGGAGCTATTCAGGAAGCAGGGTCCTCCAGGG 
ACCGCGGATTTGGAACCAAATCCTTTCGTCCTCGATAAGTCCTTCGTCCCAGGAGGTCCC 


550 570 


590 


CTAGAGCTAGCCTCTCCTGCCCTCGCCCACGTGCGCCAGCACTTGTTTCTCCAAAGCNAC 
GATCTCGATCGGAGAGGACGGGAGCGGGTGCACGCGGTCGTGAACAAAGAGGTTTCGNTG 

FIG. 4A 


61 ° 630 650 

• • • 

TAGGCAGGCGTTAGCGCGCGGTGAGGGGAGGGGAGAAAAGGAAAGGGGAGGGGAGGGAAA 
ATCCGTCCGCAATCGCGCGCCACTCCCCTCCCCTCTTTTCCTTTCCCCTCCCCTCCCTTT 

670 690 710 

• 

AGGAGGTGGGAAGGCAAGGAGGCCGGCCNGGTGGGGGCGGGACCCGACTCGCANNAACTG 
TCCTCCACCCTTCCGTTCCTCCGGCCGGMCCACCCCCGCCCTGGGCTGAGCGTNNTTGAC 

730 750 770 

TTGCATTTGCTCTCCACCTCCCAGCGCCCCCTCCGAGATCCCGGGGAGCCAGCTTGCTGG 
AACGTAAACGAGAGGTGGAGGGTCGCGGGGGAGGCTCTAGGGCCCCTCGGTCGAACGACC 

79 0 810 830 

GAGAGCGGGAACGGTCCGGAGCAAGCCCAGAGGCAGAGGAGGCGACAGAGGGAAAAAGGG 
CTCTCGCCCTTGCCAGGCCTCGTTCGGGTCTCCGTCTCCTCCGCTGTCTCCCTTTTTCCC 

850 870 890 

■ 

CCCNAGCTAGCCGCTCCAGTGCTGTACAGNAGCCGAAGGACGCACCACGCCAGCCCCAGC 
GGGNTCGATCGGCGAGGTCACGACATGTCNTCGGCTTCCTGCGTGGTGCGGTCGGGGTCG 

910 930 950 

CCGGCTCCAGCGACAGCNAACGCCTCTTGCANGCGTTCGAAGCCGCCGCCCGGAGCTGCC 
GGCCGAGGTCGCTGTCGNTTGCGGAGAACGTNCGCAAGCTTCGGCGGCGGGCCTCGACGG 


970 990 


1010 


CTTTCCTCTTCGGTGAAGTTTTTAAAAGCTGCTAAAGACTCGGAGGAAGCAAGGAAAGTG 
GAAAGGAGAAGCCACTTCAAAAATTTTCGACGATTTCTGAGCCTCCTTCGTTCCTTTCAC 

1030 1050 1070 

* • . 

CCTGGTAGGACTGACGGCTGCCTTTGTCCTCCTCCTCTCCACCCCGCCTCCCCCCACCCT 
GGACCATCCTGACTGCCGACGGAAACAGGAGGAGGAGAGGTGGGGCGGAGGGGGGTGGGA 

1090 mo H30 

GCCTTCCCCCCCTCCCCCGTCTTCTCTCCCGCAGCTGCCTCAGTCGGCTACTCTCAGCCA 
CGGAAGGGGGGGAGGGGGCAGAAGAGAGGGCGTCGACGGAGTCAGCCGATGAGAGTCGGT 

1150 H70 H90 

ACCCCCCTCACCACCCTTCTCCCCACCCGCCCCCCCGCCCCCGTCGGCCCAGCGNTGNCA 
TGGGGGGAGTGGTGGGAAGAGGGGTGGGCGGGGGGGCGGGGGCAGCCGGGTCGCNACNGT 

FIG. 4B 


1210 1230 1250 

* " * * 

GNCCGAGTTTGCAGAGAGGTAACTCCCTTTGGCTGCGAGCGGGCGAGNCTAGCTGCACAT 
CNGGCTCAAACGTCTCTCCATTGAGGGAAACCGACGCTCGCCCGCTCNGATCGACGTGTA 

1270 1290 1310 

* 

TGCAAAGAAGGCTCTTAGGAGCAGGCGACTGGGGAGCGGCTTCAGCACTGCAGCCACGAC 
ACGTTTCTTCCGAGAATCCTCGTCCGCTGACCCCTCGCCGAAGTCGTGACGTCGGTGCTG 

!330 1350 1370 

CNGCCTGGTTAGGCTGCACGCGGAGAGAACCCTCTGTTTTCCCCCACTCTCTCTCCACCT 
GNCGGACCAATCCGACGTGCGCCTCTCTTGGGAGACAAAAGGGGGTGAGAGAGAGGTGGA 

1390 1410 1430 

* 

CCTCCTGCCTTCCCCACCCCGAGTGCGGAGCCAGAGATCAAAAGATGAAAAGGCAGTCAG 
GGAGGACGGAAGGGGTGGGGCTCACGCCTCGGTCTCTAGTTTTCTACTTTTCCGTCAGTC 

1450 1470 1490 

GTCTTCAGTAGCCAAAAAACAAAACAAACAAAAACAAAAAAGCCGAAATAAAAGAAAAAG 
CAGAAGTCATCGGTTTTTTGTTTTGTTTGTTTTTGTTTTTTCGGCTTTATTTTCTTTTTC 

iSlO 1530 1550 

ATAATAACTCAGTTCTTATTTGCACCTACTTCAGTGGACACTGAATTTGGAAGGTGGAGG 
TATTATTGAGTCAAGAATAAACGTGGATGAAGTCACCTGTGACTTAAACCTTCCACCTCC 

157 0 1590 1610 

ATTTTGTTTTTTTCTTTTAAGATCTGGGCATCTTTTGAATCTACCCTTCAAGTATTAAGA 
TAAAACAAAAAAAGAAAATTCTAGACCCGTAGAAAACTTAGATGGGAAGTTCATAATTCT 

1630 1650 1670 

GACAGACTGTGAGCCTAGCAGGGCAGATCTTGTCCACCGTGTGTCTTCTTCTGCACGAGA 
CTGTCTGACACTCGGATCGTCCCGTCTAGAACAGGTGGCACACAGAAGAAGACGTGCTCT 

1690 1710 1730 

* 

CTTTGAGGCTGTCAGAGCGCTTTTTGCGTGGTTGCTCCCGCAAGTTTCCTTCTCTGGAGC 
GAAACTCCGACAGTCTCGCGAAAAACGCACCAACGAGGGCGTTCAAAGGAAGAGACCTCG 

17 50 1770 1790 

TTCCCGCAGGTGGGCAGCTAGCTGCAGCGACTACCGCATCATCACAGCCTGTTGAACTCT 
AAGGGCGTCCACCCGTCGATCGACGTCGCTGATGGCGTAGTAGTGTCGGACAACTTGAGA 

FIG. 4C 


1810 1830 1850 

• • • . 

TCTGAGCAAGAGAAGGGGAGGCGGGGTAAGGGAAGTAGGTGGAAGATTCAGCCAAGCTCA 
AGACTCGTTCTCTTCCCCTCCGCCCCATTCCCTTCATCCACCTTCTAAGTCGGTTCGAGT 

1870 1890 1910 

AGGATGGAAGTGCAGTTAGGGCTGGGAAGGGTCTACCCTCGGCCGCCGTCCAAGACCTAC 
TCCTACCTTCACGTCAATCCCGACCCTTCCCAGATGGGAGCCGGCGGCAGGTTCTGGATG 

1930 1950 1970 

CGAGGAGCTTTCCAGAATCTGTTCCAGAGCGTGCGCGAAGTGATCCAGAACCCGGGCCCC 
GCTCCTCGAAAGGTCTTAGACAAGGTCTCGCACGCGCTTCACTAGGTCTTGGGCCCGGGG 

1990 2010 2030 

■ 

AGGCACCCAGAGGCCGCGAGCGCAGCACCTCCCGGCGCCAGTTTGCTGCTGCTGCAGCAG 
TCCGTGGGTCTCCGGCGCTCGCGTCGTGGAGGGCCGCGGTCAAACGACGACGACGTCGTC 

2050 2070 2090 

CAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAG 
GTCGTCGTCGTCGTCGTCGTCGTCGTCGTCGTCGTCGTCGTCGTCGTCGTCGTCGTCGTC 

2H0 2130 2150 

CAGCAGCAAGAGACTAGCCCCAGGCAGCAGCAGCAGCAGCAGGGTGAGGATGGTTCTCCC 
GTCGTCGTTCTCTGATCGGGGTCCGTCGTCGTCGTCGTCGTCCCACTCCTACCAAGAGGG 

2170 2190 2210 

CAAGCCCATCGTAGAGGCCCCACAGGCTACCTGGTCCTGGATGAGGAACAGCAACCTTCA 
GTTCGGGTAGCATCTCCGGGGTGTCCGATGGACCAGGACCTACTCCTTGTCGTTGGAAGT 

2230 2250 2270 

CAGCCGCAGTCGGCCCTGGAGTGCCACCCCGAGAGAGGTTGCGTCCCAGAGCCTGGAGCC 
GTCGGCGTCAGCCGGGACCTCACGGTGGGGCTCTCTCCAACGCAGGGTCTCGGACCTCGG 

2290 2310 2330 

GCCGTGGCCGCCAGCAAGGGGCTGCCGCAGCAGCTGCCAGCACCTCCGGACGAGGATGAC 
CGGCACCGGCGGTCGTTCCCCGACGGCGTCGTCGACGGTCGTGGAGGCCTGCTCCTACTG 

2350 2370 2390 

TCAGCTGCCCCATCCACGTTGTCCCTGCTGGGCCCCACTTTCCCCGGCTTAAGCAGCTGC 
AGTCGACGGGGTAGGTGCAACAGGGACGACCCGGGGTGAAAGGGGCCGAATTCGTCGACG 

FIG. 4D 


2410 2430 


2450 


TCCGCTGACCTTAAAGACATCCTGAGCGAGGCCAGCACCATGCAACTCCTTCAGCAACAG 
AGGCGACTGGAATTTCTGTAGGACTCGCTCCGGTCGTGGTACGTTGAGGAAGTCGTTGTC 


2470 2490 


2510 


CAGCAGGAAGCAGTATCCGAAGGCAGCAGCAGCGGGAGAGCGAGGGAGGCCTCGGGGGCT 
GTCGTCCTTCGTCATAGGCTTCCGTCGTCGTCGCCCTCTCGCTCCCTCCGGAGCCCCCGA 


2530 2550 


2570 


CCCACTTCCTCCAAGGACAATTACTTAGGGGGCACTTCGACCATTTCTGACAACGCCAAG 
GGGTGAAGGAGGTTCCTGTTAATGAATCCCCCGTGAAGCTGGTAAAGACTGTTGCGGTTC 


2590 2610 


2630 


GAGTTGTGTAAGGCAGTGTCGGTGTCCATGGGCCTGGGTGTGGAGGCGTTGGAGCATCTG 
CTCAACACATTCCGTCACAGCCACAGGTACCCGGACCCACACCTCCGCAACCTCGTAGAC 


2650 2670 


2690 


AGTCCAGGGGAACAGCTTCGGGGGGATTGCATGTACGCCCCACTTTTGGGAGTTCCACCC 
TCAGGTCCCCTTGTCGAAGCCCCCCTAACGTACATGCGGGGTGAAAACCCTCAAGGTGGG 


2710 2730 


2750 


GCTGTGCGTCCCACTCCTTGTGCCCCATTGGCCGAATGCAAAGGTTCTCTGCTAGACGAC 
CGACACGCAGGGTGAGGAACACGGGGTAACCGGCTTACGTTTCCAAGAGACGATCTGCTG 


2770 2790 


2810 


AGCGCAGGCAAGAGCACTGAAGATACTGCTGAGTATTCCCCTTTCAAGGGAGGTTACACC 
TCGCGTCCGTTCTCGTGACTTCTATGACGACTCATAAGGGGAAAGTTCCCTCCAATGTGG 


2830 2850 


2870 


AAAGGGCTAGAAGGCGAGAGCCTAGGCTGCTCTGGCAGCGCTGCAGCAGGGAGCTCCGGG 
TTTCCCGATCTTCCGCTCTCGGATCCGACGAGACCGTCGCGACGTCGTCCCTCGAGGCCC 


2890 2910 


2930 


ACACTTGAACTGCCGTCTACCCTGTCTCTCTACAAGTCCGGAGCACTGGACGAGGCAGCT 
TGTGAACTTGACGGCAGATGGGACAGAGAGATGTTCAGGCCTCGTGACCTGCTCCGTCGA 


2950 2970 


2990 


GCGTACCAGAGTCGCGACTACTACAACTTTCCACTGGCTCTGGCCGGACCGCCGCCCCCT 
CGCATGGTCTCAGCGCTGATGATGTTGAAAGGTGACCGAGACCGGCCTGGCGGCGGGGGA 

FIG. 4E 


3010 3030 


3050 


CCGCCGCCTCCCCATCCCCACGCTCGCATCAAGCTGGAGAACCCGCTGGACTACGGCAGC 
GGCGGCGGAGGGGTAGGGGTGCGAGCGTAGTTCGACCTCTTGGGCGACCTGATGCCGTCG 


3070 3090 


3110 


GCCTGGGCGGCTGCGGCGGCGCAGTGCCGCTATGGGGACCTGGCGAGCCTGCATGGCGCG 
CGGACCCGCCGACGCCGCCGCGTCACGGCGATACCCCTGGACCGCTCGGACGTACCGCGC 


3130 3150 


3170 


GGTGCAGCGGGACCCGGTTCTGGGTCACCCTCAGCCGCCGCTTCCTCATCCTGGCACACT 
CCACGTCGCCCTGGGCCAAGACCCAGTGGGAGTCGGCGGCGAAGGAGTAGGACCGTGTGA 


3190 3210 


3230 


CTCTTCACAGCCGAAGAAGGCCAGTTGTATGGACCGTGTGGTGGTGGTGGGGGTGGTGGC 
GAGAAGTGTCGGCTTCTTCCGGTCAACATACCTGGCACACCACCACCACCCCCACCACCG 


3250 3270 


3290 


GGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGAGGCGGGA 
CCGCCGCCGCCGCCGCCGCCGCCGCCGCCGCCGCCGCCGCCGCCGCCGCCGCTCCGCCCT 


3310 3330 


3350 


GCTGTAGCCCCCTACGGCTACACTCGGCCCCCTCAGGGGCTGGCGGGCCAGGAAAGCGAC 
CGACATCGGGGGATGCCGATGTGAGCCGGGGGAGTCCCCGACCGCCCGGTCCTTTCGCTG 

3370 3390 3410 

TTCACCGCACCTGATGTGTGGTACCCTGGCGGCATGGTGAGCAGAGTGCCCTATCCCAGT 
AAGTGGCGTGGACTACACACCATGGGACCGCCGTACCACTCGTCTCACGGGATAGGGTCA 


3430 3450 


3470 


CCCACTTGTGTCAAAAGCGAAATGGGCCCCTGGATGGATAGCTACTCCGGACCTTACGGG 
GGGTGAACACAGTTTTCGCTTTACCCGGGGACCTACCTATCGATGAGGCCTGGAATGCCC 


3490 3510 


3530 


GACATGCGTTTGGAGACTGCCAGGGACCATGTTTTGCCCATTGACTATTACTTTCCACCC 
CTGTACGCAAACCTCTGACGGTCCCTGGTACAAAACGGGTAACTGATAATGAAAGGTGGG 


3550 3570 


3590 


CAGAAGACCTGCCTGATCTGTGGAGATGAAGCTTCTGGGTGTCACTATGGAGCTCTCACA 
GTCTTCTGGACGGACTAGACACCTCTACTTCGAAGACCCACAGTGATACCTCGAGAGTGT 

FIG. 4F 


3610 3630 3650 

TGTGGAAGCTGCAAGGTCTTCTTCAAAAGAGCCGCTGAAGGGAAACAGAAGTACCTGTGC 
ACACCTTCGACGTTCCAGAAGAAGTTTTCTCGGCGACTTCCCTTTGTCTTCATGGACACG 


3670 3690 


3710 


GCCAGCAGAAATGATTGCACTATTGATAAATTCCGAAGGAAAAATTGTCCATCTTGTCGT 
CGGTCGTCTTTACTAACGTGATAACTATTTAAGGCTTCCTTTTTAACAGGTAGAACAGCA 

3730 3750 3770 

CTTCGGAAATGTTATGAAGCAGGGATGACTCTGGGAGCCCGGAAGCTGAAGAAACTTGGT 
GAAGCCTTTACAATACTTCGTCCCTACTGAGACCCTCGGGCCTTCGACTTCTTTGAACCA 

3790 3810 3830 

AATCTGAAACTACAGGAGGAAGGAGAGGCTTCCAGCACCACCAGCCCCACTGAGGAGACA 
TTAGACTTTGATGTCCTCCTTCCTCTCCGAAGGTCGTGGTGGTCGGGGTGACTCCTCTGT 

3850 3870 3890 

ACCCAGAAGCTGACAGTGTCACACATTGAAGGCTATGAATGTCAGCCCATCTTTCTGAAT 
TGGGTCTTCGACTGTCACAGTGTGTAACTTCCGATACTTACAGTCGGGTAGAAAGACTTA 

3910 3930 3950 

GTCCTGGAAGCCATTGAGCCAGGTGTAGTGTGTGCTGGACACGACAACAACCAGCCCGAC 
CAGGACCTTCGGTAACTCGGTCCACATCACACACGACCTGTGCTGTTGTTGGTCGGGCTG 

3970 3990 40 10 

■ 

TCCTTTGCAGCCTTGCTCTCTAGCCTCAATGAACTGGGAGAGAGACAGCTTGTACACGTG 
AGGAAACGTCGGAACGAGAGATCGGAGTTACTTGACCCTCTCTCTGTCGAACATGTGCAC 


4030 4050 


4070 


GTCAAGTGGGCCAAGGCCTTGCCTGGCTTCCGCAACTTACACGTGGACGACCAGATGGCT 
CAGTTCACCCGGTTCCGGAACGGACCGAAGGCGTTGAATGTGCACCTGCTGGTCTACCGA 

4090 4H0 4i3 0 

GTCATTCAGTACTCCTGGATGGGGCTCATGGTGTTTGCCATGGGCTGGCGATCCTTCACC 
CAGTAAGTCATGAGGACCTACCCCGAGTACCACAAACGGTACCCGACCGCTAGGAAGTGG 

4150 4170 4190 

AATGTCAACTCCAGGATGCTCTACTTCGCCCCTGATCTGGTTTTCAATGAGTACCGCATG 
TTACAGTTGAGGTCCTACGAGATGAAGCGGGGACTAGACCAAAAGTTACTCATGGCGTAC 

FIG. 4G 


4210 4230 4250 

CACAAGTCCCGGATGTACAGCCAGTGTGTCCGAATGAGGCACCTCTCTCAAGAGTTTGGA 
GTGTTCAGGGCCTACATGTCGGTCACACAGGCTTACTCCGTGGAGAGAGTTCTCAAACCT 

4270 4290 4310 

... 

TGGCTCCAAATCACCCCCCAGGAATTCCTGTGCATGAAAGCACTGCTACTCTTCAGCATT 
ACCGAGGTTTAGTGGGGGGTCCTTAAGGACACGTACTTTCGTGACGATGAGAAGTCGTAA 

4330 4350 4370 

■ 

ATTCCAGTGGATGGGCTGAAAAATCAAAAATTCTTTGATGAACTTCGAATGAACTACATC 
TAAGGTCACCTACCCGACTTTTTAGTTTTTAAGAAACTACTTGAAGCTTACTTGATGTAG 

4390 4410 4430 

AAGGAACTCGATCGTATCATTGCATGCAAAAGAAAAAATCCCACATCCTGCTCAAGACGC 
TTCCTTGAGCTAGCATAGTAACGTACGTTTTCTTTTTTAGGGTGTAGGACGAGTTCTGCG 

4450 4470 4490 

• 

TTCTACCAGCTCACCAAGCTCCTGGACTCCGTGCAGCCTATTGCGAGAGAGCTGCATCAG 
AAGATGGTCGAGTGGTTCGAGGACCTGAGGCACGTCGGATAACGCTCTCTCGACGTAGTC 

4510 4530 4550 

TTCACTTTTGACCTGCTAATCAAGTCACACATGGTGAGCGTGGACTTTCCGGAAATGATG 
AAGTGAAAACTGGACGATTAGTTCAGTGTGTACCACTCGCACCTGAAAGGCCTTTACTAC 

4570 4590 4610 

GCAGAGATCATCTCTGTGCAAGTGCCCAAGATCCTTTCTGGGAAAGTCAAGCCCATCTAT 
CGTCTCTAGTAGAGACACGTTCACGGGTTCTAGGAAAGACCCTTTCAGTTCGGGTAGATA 

4630 4650 4670 

TTCCACACCCAGTGAAGCATTGGAAACCCTATTTCCCCACCCCAGCTCATGCCCCCTTTC 
AAGGTGTGGGTCACTTCGTAACCTTTGGGATAAAGGGGTGGGGTCGAGTACGGGGGAAAG 

4690 4710 4730 

AGATGTCTTCTGCCTGTTATAACTCTGCACTACTCCTCTGCAGTGCCTTGGGGAATTTCC 
TCTACAGAAGACGGACAATATTGAGACGTGATGAGGAGACGTCACGGAACCCCTTAAAGG 

4750 4770 4790 

TCTATTGATGTACAGTCTGTCATGAACATGTTCCTGAATTCTATTTGCTGGGCTTTTTTT 
AGATAACTACATGTCAGACAGTACTTGTACAAGGACTTAAGATAAACGACCCGAAAAAAA 

FIG. 4H 


# 


4810 4830 4850 

TTCTCTTTCTCTGCTTTCTTTTTCTTCTTCCCTCCCTATCTAACCCTCCCATGGCACCTT 
AAGAGAAAGAGAGGAAAGAAAAAGAAGAAGGGAGGGATAGATTGGGAGGGTACCGTGGAA 

4870 4890 4910 

* 

CAGACTTTGCTTCCCATTGTGGCTCCTATCTGTGTTTTGAATGGTGTTGTATGCCTTTAA 
GTCTGAAACGAAGGGTAACACCGAGGATAGACACAAAACTTACCACAACATACGGAAATT 

4930 4950 4970 

* 

ATCTGTGATGATCCTCATATGGCCCAGTGTCAAGTTGTGCTTGTTTACAGCACTACTCTG 
TAGACACTACTAGGAGTATACCGGGTCACAGTTCAACACGAACAAATGTCGTGATGAGAC 

4990 5010 5030 

TGCCAGCCACACAAACGTTTACTTATCTTATGCCACGGGAAGTTTAGAGAGCTAAGATTA 
ACGGTCGGTGTGTTTGCAAATGAATAGAATACGGTGCCCTTCAAATCTCTCGATTCTAAT 

5050 5070 

TCTGGGGAAATCAAAACAAAAAACAAGCAAACAAAAAAAAAA 
AGACCCCTTTAGTTTTGTTTTTTGTTCGTTTGTTTTTTTTTT 


FIG. 41 


1 GAGCTCTGGACAAAATTGAGCGCCTATGTGTACATGGCAAGTGTTTTTAGTGTTTGTGTG 

6 1 TTTACCTGCTTGTCTGGGTGATTTTGCCTTTGAGAGTCTGGATGAGAAATGCATGGTTAA 

121 AGGCAATTCCAGACAGGAAGAAAGGCAGAGAAGAGGGTAGAAATGACCTCTGATTCTTGG 

181 GGCTGAGGGTTCCTAGAGCAAATGGCACAATGCCACGAGGCCCGATCTATCCCTATGACG 

241 GAACTCTAAGGTTTCAGCATCAGCTATCTGCTGGCTTGGTCACTGGCTTGCCTCCTCAGT 

3 01 TTGTAGGAGACTCTCCCACTCTCCCATCTGCGCGCTCTTATCAGTCCTGAAAAGAACCCN 

* • • . 

3 61 TGGCNAGCCAGGAGCNAGGTATTCNTATCGTCCTTTTCNTCCTCCTNGCCTCACCTNGTT 

* • • . 

421 GNTTTTTAGATTGGNCTTNGNAACCAAATTTGTATGCTGGCCTCCAGGAAATCTGGAGCC 

* • • . 

4 81 TGGCGCCTAAACCTTGGTTTAGGAAAGCAGGAGCTATTCAGGAAGCAGGGTCCTCCAGGG 
541 CTAGAGCTAGCCTCTCCTGCCCTCGCCCACGTGCGCCAGCACTTGTTTCTCCAAAGCNAC 

* • • „ 

601 TAGGCAGGCGTTAGCGCGCGGTGAGGGGAGGGGAGAAAAGGAAAGGGGAGGGGAGGGAAA 

661 AGGAGGTGGGAAGGCAAGGAGGCCGGCCNGGTGGGGGCGGGACCCGACTCGCANNAACTG 

721 TTGCATTTGCTCTCCACCTCCCAGCGCCCCCTCCGAGATCCCGGGGAGCCAGCTTGCTGG 

781 GAGAGCGGGAACGGTCCGGAGCAAGCCCAGAGGCAGAGGAGGCGACAGAGGGAAAAAGGG 

841 CCCNAGCTAGCCGCTCCAGTGCTGTACAGNAGCCGAAGGACGCACCACGCCAGCCCCAGC 

901 CCGGCTCCAGCGACAGCNAACGCCTCTTGCANGCGTTCGAAGCCGCCGCCCGGAGCTGCC 

• • . a 

961 CTTTCCTCTTCGGTGAAGTTTTTAAAAGCTGCTAAAGACTCGGAGGAAGCAAGGAAAGTG 
1021 CCTGGTAGGACTGACGGCTGCCTTTGTCCTCCTCCTCTCCACCCCGCCTCCCCCCACCCT 
1081 GCCTTCCCCCCCTCCCCCGTCTTCTCTCCCGCAGCTGCCTCAGTCGGCTACTCTCAGCCA 

* 

1141 ACCCCCCTCACCACCCTTCTCCCCACCCGCCCCCCCGCCCCCGTCGGCCCAGCGNTGNCA 

* • • , 

12 01 GNCCGAGTTTGCAGAGAGGTAACTCCCTTTGGCTGCGAGCGGGCGAGNCTAGCTGCACAT 

12 61 TGCAAAGAAGGCTCTTAGGAGCAGGCGACTGGGGAGCGGCTTCAGCACTGCAGCCACGAC 
1321 CNGCCTGGTTAGGCTGCACGCGGAGAGAACCCTCTGTTTTCCCCCACTCTCTCTCCACCT 

13 81 CCTCCTGCCTTCCCCACCCCGAGTGCGGAGCCAGAGATCAAAAGATGAAAAGGCAGTCAG 
1441 GTCTTCAGTAGCCAAAAAACAAAACAAACAAAAACAAAAAAGCCGAAATAAAAGAAAAAG 

FIG. 5A 


1501 ATAATAACTCAGTTCTTATTTGCACCTACTTCAGTGGACACTGAATTTGGAAGGTGGAGG. 

1561 ATTTTGTTTTTTTCTTTTAAGATCTGGGCATCTTTTGAATCTACCCTTCAAGTATTAAGA 

1621 GACAGACTGTGAGCCTAGCAGGGCAGATCTTGTCCACCGTGTGTCTTCTTCTGCACGAGA 

1681 CTTTGAGGCTGTCAGAGCGCTTTTTGCGTGGTTGCTCCCGCAAGTTTCCTTCTCTGGAGC 

1 74 1 TTCCCGCAGGTGGGCAGCTAGCTGCAGCGACTACCGCATCATCACAGCCTGTTGAACTCT 

18 01 TCTGAGCAAGAGAAGGGGAGGCGGGGTAAGGGAAGTAGGTGGAAGATTCAGCCAAGCTCA 

1861 AGGATGGAAGTGCAGTTAGGGCTGGGAAGGGTCTACCCTCGGCCGCCGTCCAAGACCTAC 
MetGluValGlnLeuGlyLeuGlyArgValTyrProArgProProSerLysThrTyr 

1921 CGAGGAGCTTTCCAGAATCTGTTCCAGAGCGTGCGCGAAGTGATCCAGAACCCGGGCCCC 
ArgGlyAlaPheGlnAsnLeuPheGlnSerValArgGluVallleGlnAsnProGlyPro 

1981 AGGCACCCAGAGGCCGCGAGCGCAGCACCTCCCGGCGCCAGTTTGCTGCTGCTGCAGCAG 
ArgHisProGlxoAlaAlaSerAlaAlaProProGlyAlaSerLeuLeuLeuLeuGlnGln 

2 041 CAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAG 
GlnGlnGlnGlnGlnGlnGlnGlnGlnGlnGlnGlnGlnGlnGlnGlnGlnGlnGlnGln 

2101 CAGCAGCAAGAGACTAGCCCCAGGCAGCAGCAGCAGCAGCAGGGTGAGGATGGTTCTCCC 
GlnGlnGlnGluThrSerProArgGlnGlnGlnGlnGlnGlnGlyGluAspGlySerPro 

2161 CAAGCCCATCGTAGAGGCCCCACAGGCTACCTGGTCCTGGATGAGGAACAGCAACCTTCA 
GlnAlaHisArgArgGlyProThrGlyTyrLeuValLeuAspGluGluGlnGlnProSer 

2221 CAGCCGCAGTCGGCCCTGGAGTGCCACCCCGAGAGAGGTTGCGTCCCAGAGCCTGGAGCC 
GlnProGlnSerAlaLeuGluCysHisProGluArgGlyCysValProGluProGlyAla 

22 81 GCCGTGGCCGCCAGCAAGGGGCTGCCGCAGCAGCTGCCAGCACCTCCGGACGAGGATGAC 
AlaValAlaAlaSerLysGlyLeuProGlnGlnLeuProAlaProProAspGluAspAsp 

• . . 

2341 TCAGCTGCCCCATCCACGTTGTCCCTGCTGGGCCCCACTTTCCCCGGCTTAAGCAGCTGC 
SerAlaAlaProSerThrLeuSerLeuLeuGlyProThrPheProGlyLeuSerSerCys 

" • * 

24 01 TCCGCTGACCTTAAAGACATCCTGAGCGAGGCCAGCACCATGCAACTCCTTCAGCAACAG 
SerAlaAspLeuLysAspIleLeuSerGluAlaSerThrMetGlnLeuLeuGlnGlnGln 

24 61 CAGCAGGAAGCAGTATCCGAAGGCAGCAGCAGCGGGAGAGCGAGGGAGGCCTCGGGGGCT 
GlnGlnGluAlaValSerGluGlySerSerSerGlyArgAlaArgGluAlaSerGlyAla 

" • • % 

2 521 CCCACTTCCTCCAAGGACAATTACTTAGGGGGCACTTCGACCATTTCTGACAACGCCAAG 
ProThrSerSerLysAspAsnTyrLeuGlyGlyThrSerThrlleSerAspAsnAlaLys 

FIG. 5B 


2581 GAGTTGTGTAAGGCAGTGTCGGTGTCCATGGGCCTGGGTGTGGAGGCGTTGGAGCATCTG 
GluLeuCysLysAlaValSerValSerMetGlyLeuGlyValGluAlaLeuGluHisLeu 

2 641 AGTCCAGGGGAACAGCTTCGGGGGGATTGCATGTACGCCCCACTTTTGGGAGTTCCACCC 
Ser ProGlyGl uGl nLeuArgGlyAspCy sMe t TyrAl aProLeuLeuGl yVal ProPro 

■ . 

2701 GCTGTGCGTCCCACTCCTTGTGCCCCATTGGCCGAATGCAAAGGTTCTCTGCTAGACGAC 
AlaValArgProThrProCysAlaProLeuAlaGluCysLysGlySerLeuLeuAspAsp 

2 761 AGCGCAGGCAAGAGCACTGAAGATACTGCTGAGTATTCCCCTTTCAAGGGAGGTTACACC 
SerAlaGlyLysSerThrGluAspThrAlaGluTyrSerProPheLysGlyGlyTyrThr 

2 821 AAAGGGCTAGAAGGCGAGAGCCTAGGCTGCTCTGGCAGCGCTGCAGCAGGGAGCTCCGGG 
LysGlyLeuGluGlyGluSerLeuGlyCysSerGlySerAlaAlaAlaGlySerSerGly 

2 881 ACACTTGAACTGCCGTCTACCCTGTCTCTCTACAAGTCCGGAGCACTGGACGAGGCAGCT 
ThrLeuGluLeuProSerThrLeuSerLeuTyrLysSerGlyAlaLeuAspGluAlaAla 

2 941 GCGTACCAGAGTCGCGACTACTACAACTTTCCACTGGCTCTGGCCGGACCGCCGCCCCCT 

AlaTyrGlnSerArgAspTyrTyrAsnPheProLeuAlaLeuAlaGlyProProProPro 

3 001 CCGCCGCCTCCCCATCCCCACGCTCGCATCAAGCTGGAGAACCCGCTGGACTACGGCAGC 

ProProProProHisProHisAlaArglleLysLeuGluAsnProLeuAspTyrGlySer 

3061 GCCTGGGCGGCTGCGGCGGCGCAGTGCCGCTATGGGGACCTGGCGAGCCTGCATGGCGCG 
Al aTrpAlaAl aAlaAl aAl aGlnCysArgTyrGlyAspLeuAlaSerLeuHi sGlyAl a 

3121 GGTGCAGCGGGACCCGGTTCTGGGTCACCCTCAGCCGCCGCTTCCTCATCCTGGCACACT 
GlyAlaAlaGlyProGlySerGlySerProSerAlaAlaAlaSerSerSerTrpHisThr 

3181 CTCTTCACAGCCGAAGAAGGCCAGTTGTATGGACCGTGTGGTGGTGGTGGGGGTGGTGGC 
LeuPheThrAlaGluGluGlyGlnLeuTyrGlyProCysGlyGlyGlyGlyGlyGlyGly 

3241 GGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGAGGCGGGA 
GlyGlyGlyGlyGlyGlyGlyGlyGlyGlyGlyGlyGlyGlyGlyGlyGlyGluAlaGly 

33 01 GCTGTAGCCCCCTACGGCTACACTCGGCCCCCTCAGGGGCTGGCGGGCCAGGAAAGCGAC 

AlaValAlaProTyrGlyTyrThrArgProProGlnGlyLeuAlaGlyGlnGluSerAsp 

3361 TTCACCGCACCTGATGTGTGGTACCCTGGCGGCATGGTGAGCAGAGTGCCCTATCCCAGT 
PheThrAlaProAspValTrpTyrProGlyGlyMetValSerArgValProTyrProSer 

3421 CCCACTTGTGTCAAAAGCGAAATGGGCCCCTGGATGGATAGCTACTCCGGACCTTACGGG 
ProThrCysValLysSerGluMetGlyProTrpMetAspSerTyrSerGlyProTyrGly 

34 81 GACATGCGTTTGGAGACTGCCAGGGACCATGTTTTGCCCATTGACTATTACTTTCCACCC 

AspMetArgLeuGluThrAlaArgAspHisValLeuProIleAspTyrTyrPheProPro 


FIG. 5C 


3541 CAGAAGACCTGCCTGATCTGTGGAGATGAAGCTTCTGGGTGTCACTATGGAGCTCTCACA 
GlnLysThrCysLeuIleCysGlyAspGluAlaSerGlyCysHisTyrGlyAlaLeuThr 

3601 TGTGGAAGCTGCAAGGTCTTCTTCAAAAGAGCCGCTGAAGGGAAACAGAAGTACCTGTGC 
CysGlySerCysLysValPhePheLysArgAlaAlaGluGlyLysGlnLysTyrLeuCys 

3 661 GCCAGCAGAAATGATTGCACTATTGATAAATTCCGAAGGAAAAATTGTCCATCTTGTCGT 
AlaSerArgAsnAspCysThrlleAspLysPheArgArgLysAsnCysProSerCysArg 

3 72 1 CTTCGGAAATGTTATGAAGCAGGGATGACTCTGGGAGCCCGGAAGCTGAAGAAACTTGGT 
LeuArgLysCysTyrGluAlaGlyMetThrLeuGlyAlaArgLysLeuLysLysLeuGly 

3 781 AATCTGAAACTACAGGAGGAAGGAGAGGCTTCCAGCACCACCAGCCCCACTGAGGAGACA 
AsnLeuLysLeuGlnGluGluGlyGluAlaSerSerThrThrSerProThrGluGluThr 

3 841 ACCCAGAAGCTGACAGTGTCACACATTGAAGGCTATGAATGTCAGCCCATCTTTCTGAAT 

ThrGlnLysLeuThrValSerHisIleGluGlyTyrGluCysGlnProIlePheLeuAsn 

3901 GTCCTGGAAGCCATTGAGCCAGGTGTAGTGTGTGCTGGACACGACAACAACCAGCCCGAC 
ValLeuGluAlalleGluProGlyValValCysAlaGlyHisAspAsnAsnGlnProAsp 

3961 TCCTTTGCAGCCTTGCTCTCTAGCCTCAATGAACTGGGAGAGAGACAGCTTGTACACGTG 
SerPheAlaAlaLeuLeuSerSerLeuAsnGluLeuGlyGluArgGlnLeuValHisVal 

4 021 GTCAAGTGGGCCAAGGCCTTGCCTGGCTTCCGCAACTTACACGTGGACGACCAGATGGCT 

ValLysTrpAlaLysAlaLeuProGlyPheArgAsnLeuHisValAspAspGlnMetAla 

4 081 GTCATTCAGTACTCCTGGATGGGGCTCATGGTGTTTGCCATGGGCTGGCGATCCTTCACC 
Val I leGlnTyrSerTrpMe tGlyLeuMetVal PheAl aMe tGlyTrpArgSerPheThr 

4141 AATGTCAACTCCAGGATGCTCTACTTCGCCCCTGATCTGGTTTTCAATGAGTACCGCATG 
AsnValAsnSerArgMetLeuTyrPheAlaProAspLeuValPheAsnGluTyrArgMet 

4201 CACAAGTCCCGGATGTACAGCCAGTGTGTCCGAATGAGGCACCTCTCTCAAGAGTTTGGA 
HisLysSerArgMetTyrSerGlnCysValArgMetArgHisLeuSerGlnGluPheGly 

42 61 TGGCTCCAAATCACCCCCCAGGAATTCCTGTGCATGAAAGCACTGCTACTCTTCAGCATT 

TrpLeuGlnl 1 eThr ProGl nGluPheLeuCysMe t LysAl aLeuLeuLeuPheSer 1 1 e 

4321 ATTCCAGTGGATGGGCTGAAAAATCAAAAATTCTTTGATGAACTTCGAATGAACTACATC 
IleProValAspGlyLeuLysAsnGlnLysPhePheAspGluLeuArgMetAsnTyrlle 

43 81 AAGGAACTCGATCGTATCATTGCATGCAAAAGAAAAAATCCCACATCCTGCTCAAGACGC 

LysGluLeuAspArgllelleAlaCysLysArgLysAsnProThrSerCysSerArgArg 

4441 TTCTACCAGCTCACCAAGCTCCTGGACTCCGTGCAGCCTATTGCGAGAGAGCTGCATCAG 
PheTyrGlnLeuThrLysLeuLeuAspSerValGlnProIleAlaArgGluLeuHisGln 


FIG. 5D 


4 501 TTCACTTTTGACCTGCTAATCAAGTCACACATGGTGAGCGTGGACTTTCCGGAAATGATG 
PheThrPheAspLeuLeuIleLysSerHisMetValSerValAspPheProGluMetMet 

4561 GCAGAGATCATCTCTGTGCAAGTGCCCAAGATCCTTTCTGGGAAAGTCAAGCCCATCTAT 
AlaGluIlelleSerValGlnValProLysIleLeuSerGlyLysValLysProIleTyr 

4621 TTCCACACCCAGTGAAGCATTGGAAACCCTATTTCCCCACCCCAGCTCATGCCCCCTTTC 
PheHisThrGlnEnd 

4 681 AGATGTCTTCTGCCTGTTATAACTCTGCACTACTCCTCTGCAGTGCCTTGGGGAATTTCC 

* * • , 

4 741 TCTATTGATGTACAGTCTGTCATGAACATGTTCCTGAATTCTATTTGCTGGGCTTTTTTT 
4 8 01 TTCTCTTTCTCTCCTTTCTTTTTCTTCTTCCCTCCCTATCTAACCCTCCCATGGCACCTT 
4 861 CAGACTTTGCTTCCCATTGTGGCTCCTATCTGTGTTTTGAATGGTGTTGTATGCCTTTAA 
4 921 ATCTGTGATGATCCTCATATGGCCCAGTGTCAAGTTGTGCTTGTTTACAGCACTACTCTG 

4 981 TGCCAGCCACACAAACGTTTACTTATCTTATGCCACGGGAAGTTTAGAGAGCTAAGATTA 

5 041 TCTGGGGAAATCAAAACAAAAAACAAGCAAACAAAAAAAAAA 5082 


FIG. 5E 


AATTCGGGAAGGATCGAGCAAACCAGGAAAGTAAGGATGGAGATCCTAGGAGAGTGTCCA 6 0 

TGCCTCGAAAGGAGCCCACCAAAGATGAACTGTTGCATTTGCTTTCCACCTCCCAGCGCC 12 0 

CCCTCGGAGATCCCTAGGAGCCAGCCTGCTGGGAGAACCAGAGGGTCCGGAGCAAACCTG 18 0 

GAGGCTGAGAGGGCATCAGAGGGGAAAAGACTGAGTTAGCCACTCCAGTGCCATACAGAA 24 0 

GCTTAAGGGACATACCACGCCAGCCCCAGCCCAGCGACAGCCAACGCCTGTTGCAGAGCG 3 00 

GCGGCTTCGAAGCCGCCGCCCAGAAGCTGCCCTTTCCTCTTCGGTGAAGTTTCTAAAAGC 360 

TGCGGGAGACTCGGAGGAAGCGAAGAAAGTGTCCGGTAGGACTACGACTGCCTTTGTCCT 42 0 

CCTCCCTCCTACCCCTACCCCTCCTGGGTCCCCTCTCCCTGAGCGGACTAGGCAGGCTTC 48 0 

CTGGCCAGCCCTCTCCCCTACACCACCAGCTCTGCCAGCCAGTTTGCACAGAGGTAACTC 54 0 

CCTTTGGCTGAAAGCAGACGAGCTTGTTGCCCATTGGAAGGGAGGCTTTTGGGAGCCCAG 600 

AGACTGAGGAGCAACAGCACGCTGGAGAGTCCCTGATTCCAGGTTCTCCCCCCTGCACCT 660 

CCTACTGCCCGCCCCTCACCCTGTGTGTGCAGCTAGAATTGAAAAGATGAAAAGACAGTT 72 0 

GGGGCTTCAGTAGTCGAAAGCAAAACAAAAGCAAAAAGAAAACAAAAAGAAAATAGCCCA 780 

GTTCTTATTTGCACCTGCTTCAGTGGACATTGACTTTGGAAGGCAGAGAATTTTCCTTCC 84 0 

CCCCAGTCAAGCTTTGAGCATCTTTTAATCTGTTCTTCAAGTATTTAGGGACAAACTGTG 900 

AAACTAGCAGGGCAGATCCTGTCTAGCGCGTGCCTTCCTTTACAGGAGACTTTGAGGCTA 960 

TCTGGGCGCTCCCCCCCCTCCCTGCAAGTTTTCTTCCCTGGAGCTTCCCGCAGGTGGGCA 102 0 

GCTAGCTGCAGATACTACATCATCAGTCAGTAGAACTCTTCAGAGCAAGAGACGAGGAGG 1080 

CAGGATAAGGGAATTCGGTGGAAGCTAGAGACAAGCTAAAGGATGGAGGTGCAGTTAGGG 114 0 

MetGluValGlnLeuGly 

CTGGGAAGGGTCTACCCACGGCCCCCGTCCAAGACCTATCGAGGAGCGTTCCAGAATCTG 12 00 
LeuGlyArgValTyrProArgProProSerlysThrTyrArgGlyAlaPheGlnAsnLeu 

TTCCAGAGCGTGCGCGAAGCGATCCAGAACCCGGGCCCCAGGCACCCTGAGGCCGCTAGC 1260 
PheGlnSerValArgGluAlalleGlnAsnProGlyProArgHisProGluAlaAlaSer 

ATAGCACCTCCCGGTGCCTGTTTACAGCAGCGGCAGGAGACTAGCCCCCGGCGGCGGCGG 132 0 
IleAlaProProGlyAlaCysLeuGlnGlnArgGlnGluThrSerProArgArgArgArg 

CGGCAGCAGCACCCTGAGGATGGCTCTCCTCAAGCCCACATCAGAGGCACCACAGGCTAC 138 0 
ArgGlnGlnHisProGluAspGlySerProGlnAlaHisIleArgGlyThrThrGlyTyr 


FIG. 6A 


CTGGCCCTGGAGGAGGAACAGCAGCCTTCACAGCAGCAGTCAGCCTCCGAGGGCCACCCT 1440 
LeuAlaLeuGluGluGluGlnGlnProSerGlnGlnGlnSerAlaSerGluGlyHisPro 

GAGAGCGGCTGCCTCCCGGAGCCTGGAGCTGCCACGGCTCCTGGCAAGGGGCTGCCGCAG 1500 
GluSerGlyCysLeuProGluProGlyAlaAlaThrAlaProGlyLysGlyLeuProGln 

CAGCCACCAGCTCCTCCAGATCAGGATGACTCAGCTGCCCCATCCACGTTGTCCCTACTG 1560 
GlnProProAlaProProAspGlnAspAspSerAlaAlaProSerThrLeuSerLeuLeu 

GGCCCCACTTTCCCAGGCTTAAGCAGCTGCTCCGCAGACATTAAAGACATCCTGAGCGAG 162 0 
GlyProThr PheProGlyLeuSerSerCysSerAl aAspI leLysAspI 1 eLeuSerGlu 

GCCGGCACCATGCAACTTCTTCAGCAGCAGCAGCAACAGCAACAGCAGCAGCAGCAGCAG 1680 
AlaGlyThrMetGlnLeuLeuGlnGlnGlnGlnGlnGlnGlnGlnGlnGlnGlnGlnGln 

CAGCAGCAGCAGCAGCAACAGCAGCAGGAGGTAATATCCGAAGGCAGCAGCAGCGTGAGA 174 0 
GlnGlnGlnGlnGlnGlnGlnGlnGlnGluVallleSerGluGlySerSerSerValArg 

GCAAGGGAGGCCACTGGGGCTCCCTCTTCCTCCAAGGATAGTTACCTAGGGGGCAATTCG 1800 
AlaArgGliaAlaThrGlyAlaProSerSerSerLysAspSerTyrLeuGlyGlyAsnSer 

ACCATATCTGACAGTGCCAAGGAGTTGTGTAAAGCAGTGTCTGTGTCCATGGGGTTGGGT 1860 
ThrlleSerAspSerAlaLysGluLeuCysLysAlaValSerValSerMetGlyLeuGly 

GTGGAAGCACTGGAACATCTGAGTCCAGGGGAGCAGCTTCGGGGCGACTGCATGTACGCG 192 0 
ValGluAlaLeuGluHisLeuSerProGlyGluGlnLeuArgGlyAspCysMetTyrAla 

TCGCTCCTGGGAGGTCCACCCGCCGTGCGTCCCACTCCTTGTGCGCCTCTGGCCGAATGC 198 0 
SerLeuLeuGlyGlyProProAlaValArgProThrProCysAlaProLeuAlaGluCys 

AAAGGTCTTTCCCTGGACGAAGGCCCGGGCAAAGGCACTGAAGAGACTGCTGAGTATTCC 2 04 0 
LysGlyLeuSerLeuAspGluGlyProGlyLysGlyThrGluGluThrAlaGluTyrSer 

TCTTTCAAGGGAGGTTACGCCAAAGGGTTGGAAGGTGAGAGTCTGGGCTGCTCTGGCAGC 2100 
SerPheLysGlyGlyTyrAlaLysGlyLeuGluGlyGluSerLeuGlyCysSerGlyS€ 


3er 


AGTGAAGCAGGTAGCTCTGGGACACTTGAGATCCCGTCCTCACTGTCTCTGTATAAGTCT 2160 
SerGluAlaGlySerSerGlyThrLeuGluIleProSerSerLeuSerLeuTyrLysS« 


>er 


GGAGCAGTAGACGAGGCAGCAGCATACCAGAATCGCGACTACTACAACTTTCCGCTCGCT 2220 
Gl yAl aVa 1 AspGluAl aAl aAl aTyrGl nAsnArgAspTyrTyrAsnPhe Pr oLeuAl a 

CTGTCCGGGCCGCCGCACCCCCCGCCCCCTACCCATCCACACGCCCGCATCAAGCTGGAG 2280 
LeuSerGlyProProHisProProProProThrHisProHisAlaArglleLysLeuGlu 

AACCCGTCGGACTACGGCAGCGCCTGGGCTGCGGCGGCAGCGCAATGCCGCTATGGGGAC 2 34 0 
AsnProSerAspTyrGlySerAlaTrpAlaAlaAlaAlaAlaGlnCysArgTyrGlyAsp 

TTGGCTAGCCTACATGGAGGGAGTGTAGCCGGACCCAGCACTGGATCGCCCCCAGCCACC 24 00 
LeuAlaSerLeuHisGlyGlySerValAlaGlyProSerThrGlySerProProAlaThr 


FIG. 6B 


GCCTCTTCTTCCTGGCATACTCTCTTCACAGCTGAAGAAGGCCAATTATATGGGCCAGGA 24 6 0 
AlaSerSerSerTrpHisThrLeuPheThrAlaGluGluGlyGlnLeuTyrGlyProGly 

GGCGGGGGCGGCAGCAGTAGCCCAAGCGATGCTGGGCCTGTAGCCCCCTATGGCTACACT 252 0 
GlyGlyGlyGlySerSerSerProSerAspAlaGlyProValAlaProTyrGlyTyrThr 

CGGCCCCCTCAGGGGCTGGCAAGCCAGGAGGGTGACTTCTCTGCCTCTGAAGTGTGGTAT 258 0 
ArgProProGlnGlyLeuAlaSerGlnGluGlyAspPheSerAlaSerGluValTrpTyr 

CCTGGTGGAGTTGTGAACAGAGTCCCCTATCCCAGTCCCAGTTGTGTTAAAAGTGAAATG 264 0 
ProGlyGlyValValAsnArgValProTyrProSerProSerCysValLysSerGluMet 

GGACCTTGGATGGAGAACTACTCCGGACCTTATGGGGACATGCGTTTGGACAGTACCAGG 270 0 
GlyProTrpMetGluAsnTyrSerGlyProTyrGlyAspMetArgLeuAspSerThrArg 

GACCACGTTTTACCCATCGACTATTACTTCCCACCCCAGAAGACCTGCCTGATCTGTGGA 2 76 0 
AspHisValLeuProIleAspTyrTyrPheProProGlnLysThrCysLeuIleCysGly 

GATGAAGCTTCTGGTTGTCACTACGGAGCTCTCACTTGTGGCAGCTGCAAGGTCTTCTTC 282 0 
AspGluAlaSerGlyCysHisTyrGlyAlaLeuThrCysGlySerCysLysValPhePhe 

AAAAGAGCTGCGGAAGGGAAACAGAAGTATCTATGTGCCAGCAGAAATGATTGCACCATT 288 0 
LysArgAlaAlaGluGlyLysGlnLysTyrLeuCysAlaSerArgAsnAspCysThrlle 

GATAAATTTCGGAGGAAAAATTGTCCATCGTGTCGTCTCCGGAAATGTTATGAAGCAGGG 294 0 
AspLysPheArgArgLysAsnCysProSerCysArgLeuArgLysCysTyrGluAlaGly 

ATGACTCTGGGAGCTCGTAAGCTGAAGAAACTTGGAAATCTCAAACTACAGGAAGAAGGA 3 0 0 0 
MetThrLeuGlyAlaArgLysLeuLysLysLeuGlyAsnLeuLysLeuGlnGluGluGly 

GAAAACTCCAGTGCTGGTAGCCCCACTGAGGACCCATCCCAGAAGATGACTGTATCACAC 3 06 0 
GluAsnSerSerAlaGlySerProThrGluAspProSerGlnLysMetThrValSerHis 

ATTGAAGGCTATGAATGTCAACCTATCTTTCTTAATGTCCTGGAAGCCATTGAGCCAGGA 312 0 
IleGluGlyTyrGluCysGlnProIlePheLeuAsnValLeuGluAlalleGluProGly 

GTGGTGTGTGCCGGACATGACAACAACCAGCCTGATTCCTTTGCTGCCTTGTTATCTAGT 318 0 
ValValCysAlaGlyHisAspAsnAsnGlnProAspSerPheAlaAlaLeuLeuSerSer 

CTCAACGAGCTTGGCGAGAGACAGCTTGTACATGTGGTCAAGTGGGCCAAGGCCTTGCCT 3 24 0 
LeuAsnGluLeuGlyGluArgGlnLeuValHisValValLysTrpAlaLysAlaLeuPro 

GGCTTCCGCAACTTGCATGTGGATGACCAGATGGCAGTCATTCAGTATTCCTGGATGGGA 33 00 
GlyPheArgAsnLeuHisValAspAspGlnMetAlaVallleGlnTyrSerTrpMetGly 

CTGATGGTATTTGCCATGGGTTGGCGGTCCTTCACTAATGTCAACTCTAGGATGCTCTAC 3 3 60 
LeuMetValPheAlaMetGlyTrpArgSerPheThrAsnValAsnSerArgMetLeuTyr 

TTTGCACCTGACCTGGTTTTCAATGAGTATCGCATGCACAAGTCTCGAATGTACAGCCAG 342 0 
PheAlaProAspLeuValPheAsnGluTyrArgMetHisLysSerArgMetTyrSerGln 


FIG. 6C 


TGCGTGAGGATGAGGCACCTTTCTCAAGAGTTTGGATGGCTCCAGATAACCCCCCAGGAA 3480 
CysValArgMetArgHisLeuSerGlnGluPheGlyTrpLeuGlnlleThrProGlnGlu 

TTCCTGTGCATGAAAGCACTGCTACTCTTCAGCATTATTCCAGTGGATGGGCTGAAAAAT 3540 
PheLeuCysMetLysAlaLeuLeuLeuPheSerllelleProValAspGlyLeuLysAsn 

CAAAAATTCTTTGATGAACTTCGAATGAACTACATCAAGGAACTTGATCGCATCATTGCA 3600 
GlnLysPhePheAspGluLevtArgMetAsnTyrlleLysGluLeuAspArgllelleAla 

TGCAAAAGAAAAAATCCCACATCCTGCTCAAGGCGCTTCTACCAGCTCACCAAGCTCCTG 3 660 
CysLysArgLysAsnProThrSerCysSerArgArgPheTyrGlnLeuThrLysLeuLeu 

GATTCTGTGCAGCCTATTGCAAGAGAGCTGCATCAATTCACTTTTGACCTGCTAATCAAG 3 72 0 
AspSerValGlnProIleAlaArgGluLeuHisGlnPheThrPheAspLeuLeuIleLys 

TCCCATATGGTGAGCGTGGACTTTCCTGAAATGATGGCAGAGATCATCTCTGTGCAAGTG 3 780 
SerHisMetValSerValAspPheProGluMetMetAlaGluIlelleSerValGlnVal 

CCCAAGATCCTTTCTGGGAAAGTCAGCCCATGTATTTCCACACACAGTGAAGATTTGGAA 3840 
ProLysIleLeuSerGlyLysValSerProCysIleSerThrHisSerGluAspLeuGlu 

CCTAATACCCAAACCCACCTGTTCCCTTTTCAGATGTCTTCTGCCTGTTATATAACTCTG 3900 
ProAsnThrGlnThrHisLeuPheProPheGlnMetSerSerAlaCysTyrlleThrLeu 

CACTACTTCTCTGGCATGGGCCTTGGGGGAAATTCCTCTACTGATGTACAGTCTGTCATG 3960 
HisTyrPheSerGlyMetGlyLeuGlyGlyAsnSerSerThrAspValGlnSerValMet 

AACATGTTCCCCAAGTTCTATTTCCTGGGCTTTTCCTTCTTTCTTTTTCTTCTTCTCTGC 4 02 0 
AsnMetPheProLysPheTyrPheLeuGlyPheSerPhePheLeuPheLeuLeuLeuCys 

CTCTTTTACCCTCCCATGGCACATTTTGAATCCGCTGCGTGTTGTGGCTCCTGCCTGTGT 4080 
LeuPheTyrProProMetAlaHisPheGluSerAlaAlaCysCysGlySerCysLeuCys 

TTTGAGTTTTGTTGTATTTCTTCAAGTCTGTGATGATCTTCTTGTGGCCCAGTGTCAACT 414 0 
PheGluPheCysCysIleSerSerSerLeuEnd 

GTGCTTGTTTATAGCACTGTGCTGTGTGCCAACCAAGCAAATGTTTACTCACCTTATGCC 420 0 

ATGGCAAGTTTAGAGAGCTATAAGTATCTTGGGAAGAAACAAACAGAGAGAGTAAAAAAA 4260 
CCAAAAAAAAAAAAAAAAAACCGAATTC 

42 88 
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